SEQUENCE LISTING 

<110> Harvell, Leslie T. 

Ragghianti, James J 

<120> 

<130> BB1470 US NA 

<140> 
<141> 

<150> 60/244,272 
<151> 2000-10-30 

<160> 13 

<170> Microsoft Office 97 

<210> 1 
<211> 1493 
<212> DNA 
<213> Zea mays 

<400> 1 

gcacgagaca atcgcctcgc cttcccttcc ccaccagccc gtctctctct tctctctgtc 60 
tctcttctcg taaccgcgtc cacctcgcag cagcaagcaa gcgcgaccaa atggcgcctc 120 
taggagacgg cggagctgct gccgcggcgg cgtccaacaa cctggtggtg tcgttcggcg 180 
agatgctgat cgacttcgtc cccgacgtgg ccgggctgtc gctggccgag tcgggcggct 24 0 
tcgtcaaggc ccccggcggc gcgcccgcca acgtcgcctg cgccatcgcc aagctcggcg 300 
gatcctccgc cttcgtcggc aagttcggcg acgacgagtt cgggcacatg ttggtgaaca 360 
tcctgaagca gaacaacgtg aactcggagg ggtgcctgtt cgacaagcac gcgcggacgg 420 
cgctggcctt cgtgacgctc aagcacgacg gggagcgcga gttcatgttc tacaggaacc 480 
cgagcgcgga catgctgctg acggaggcgg agctggacct gggcctggtg cggcgcgcca 54 0 
aggtgttcca ctacggctcc atctcgctca tctccgagcc gtgccgctcg gcgcacatgg 600 
ccgccatgcg cgcagccaag gccgcgggcg tgctctgctc ctacgacccc aacgtgcgcc 660 
tcccgctctg gccgtcgccc gacgccgcac gcgagggcat cctcagcatc tggaaggagg 720 
ccgacttcat caaggtcagc gacgacgagg tggccttcct cacgcgcggg gacgccaacg 780 
acgagaagaa cgtgctgtcc ctgtggtttg acgggctcaa gctgctcgtc gtcaccgacg 840 
gggacaaggg atgcaggtac ttcaccaagg acttcaaggg cagcgtgccc ggcttcaagg 900 
tcgacaccgt cgacaccacc ggcgccggcg acgccttcgt cggctccctc ctcgtcaacg 960 
tcgccaagga cgactccatc ttccacaacg aggagaagct ccgcgaggct ctcaagttct 1020 
ccaacgcctg cggcgccatc tgcaccacca agaagggcgc catcccggcg ctgcccacgg 1080 
tcgccaccgc ccaggacctc atcgccaagg ccaactagat ggccgcacgc cccgccgttc 1140 
caccacgtca ctgtcccccg ccgccccgcc cctcgtcgtc gacgtcctcg gtttcggttc 1200 
attaggtaga tcgagtctta gcgtccgtct ctgcgcctct acgctgagac ggtttgtttg 1260 
ggttaattaa gttagctttc gtggagattt cgccccgggg catcaataaa atgttggcat 1320 
gcgtggtggg atgctatcct ttttttttat tttattttat tttattttta gcttggatca 1380 
gttggggttt tgaacattgc tagtgtcgtg tgattgggaa ggctaatgtg atgccttcga 1440 
tgcagagttt tcaatgaatg ccttggtgca aacgtaaaaa aaaaaaaaaa aaa 14 93 



<210> 2 
<211> 371 
<212> PRT 
<213> Zea mays 

<400> 2 

Thr Arg Gin Ser Pro Arg Leu Pro Phe Pro Thr Ser Pro Ser Leu Ser 

15 10 15 



1 



Ser Leu Cys Leu Ser Ser Arg Asn Arg Val His Leu Ala Ala Ala Ser 
20 25 30 



Lys Arg Asp Gin Met Ala Pro Leu Gly Asp Gly Gly Ala Ala Ala Ala 

35 40 45 

Ala Ala Ser Asn Asn Leu Val Val Ser Phe Gly Glu Met Leu lie Asp 

50 55 60 

Phe Val Pro Asp Val Ala Gly Leu Ser Leu Ala Glu Ser Gly Gly Phe 

65 7 0 7 5 80 

Val Lys Ala Pro Gly Gly Ala Pro Ala Asn Val Ala Cys Ala lie Ala 

85 90 " 95 

Lys Leu Gly Gly Ser Ser Ala Phe Val Gly Lys Phe Gly Asp Asp Glu 

100 105 110 

Phe Gly His Met Leu Val Asn lie Leu Lys Gin Asn Asn Val Asn Ser 

115 120 125 

O Glu Gly Cys Leu Phe Asp Lys His Ala Arg Thr Ala Leu Ala Phe Val 

C3 130 135 140 



m 



Thr Leu Lys His Asp Gly Glu Arg Glu Phe Met Phe Tyr Arg Asn Pro 
145 150 155 ~ 160 

Ser Ala Asp Met Leu Leu Thr Glu Ala Glu Leu Asp Leu Gly Leu Val 
,w 165 170 ' 175 

s a 

■~ Arg Arg Ala Lys Val Phe His Tyr Gly Ser lie Ser Leu lie Ser Glu 

O 180 185 190 

© Pro Cys Arg Ser Ala His Met Ala Ala Met Arg Ala Ala Lys Ala Ala 

O 195 2 °0 205 

u 

Gly Val Leu Cys Ser Tyr Asp Pro Asn Val Arg Leu Pro Leu Trp Pro 

210 215 220 

Ser Pro Asp Ala Ala Arg Glu Gly lie Leu Ser lie Trp Lys Glu Ala 
225 230 " 235 " " 240 

Asp Phe lie Lys Val Ser Asp Asp Glu Val Ala Phe Leu Thr Arg Gly 
245 250 255 

Asp Ala Asn Asp Glu Lys Asn Val Leu Ser Leu Trp Phe Asp Gly Leu 
260 265 270 



Lys Leu Leu Val Val Thr Asp Gly 
275 280 

Lys Asp Phe Lys Gly Ser Val Pro 
290 295 

Thr Thr Gly Ala Gly Asp Ala Phe 
305 310 

Ala Lys Asp Asp Ser lie Phe His 
325 



Asp Lys Gly Cys Arg Tyr Phe Thr 

285 

Gly Phe Lys Val Asp Thr Val Asp 
300 

Val Gly Ser Leu Leu Val Asn Val 

315 320 

Asn Glu Glu Lys Leu Arg Glu Ala 
330 335 



2 



Leu Lys Phe Ser 
34 0 

Ala lie Pro Ala 
355 



Asn Ala Cys Gly 

Leu Pro Thr Val 
360 



Ala lie Cys Thr 
345 

Ala Thr Ala Gin 



Thr Lys Lys Gly 

350 

Asp Leu lie Ala 
365 



Lys Ala Asn 
370 



<210> 3 
<211> 430 
<212> DNA 
<213> Zea mays 



<220> 

<221> unsure 
<222> (293) 

<223> n = A, C, G or T 



<400> 3 

gcgacgacga 

gcggcgtcgt 

cggcgagcgc 

cgagctcaac 

gattgctgag 

tgcactgctc 

ccgcacccag 

cttgagtttt 



gttcggccgc 
cttcgacgcg 
gagttcatgt 
gtcgggctca 
ccttgccgga 
tcttacgacc 
atcttgagca 



atgctcgccg 
ggcgcgcgca 
tctaccgcaa 
tccggagggc 
cagcacatct 
caaacctgag 
ttgggaccag 



ccatcctccg 
ccgccttgcc 
ccccagcgcc 
tgcggtcttt 
ccgtgccatg 
ggaggcactt 
gcagatatcg 



cgacaacggc 
ttcgtcaccc 
gacatgctcc 
cactacggat 
gaaattgcca 
tggccatccc 
tcaaggtcag 



gtcgacggcg 60 
tgcgcgccga 120 
tcactgccga 180 
caataagctt 240 
aanaggctgg 300 
gtgaggaggc 360 
cgaagtcgag 420 
430 



<210> 4 
<211> 101 
<212> PRT 
<213> Zea mays 

<220> 

<221> UNSURE 
<222> (72) 

<223> Xaa = ANY AMINO ACID 
<400> 4 

Gly Arg Ala His Arg Leu Ala Phe Val Thr Leu Arg Ala Asp Gly Glu 
1 5 10 15 

Arg Glu Phe Met Phe Tyr Arg Asn Pro Ser Ala Asp Met Leu Leu Thr 
20 25 30 

Ala Asp Glu Leu Asn Val Gly Leu lie Arg Arg Ala Ala Val Phe His 
35 40 45 

Tyr Gly Ser lie Ser Leu lie Ala Glu Pro Cys Arg Thr Ala His Leu 
50 55 60 

Arg Ala Met Glu lie Ala Lys Xaa Ala Gly Ala Leu Leu Ser Tyr Asp 
65 70 " 75 ' 80 



Pro Asn Leu Arg Glu Ala Leu Trp Pro Ser Arg Glu Glu Ala Arg Thr 
85 90 95 



Gin lie Leu Ser lie 
100 



<210> 5 

<211> 1553 

<212> DNA 

<213> Oryza sativa 



<400> 5 

gcacgagctt 

atctcctctc 

ccattccatc 

cgcgcgcgag 

tggtgagctt 

cggaggcgcc 

tggcgcggct 

ggatgctcgc 

ccggggcgcg 

tgttctaccg 

tcatcaagag 

ggtcagcaca 

acccgaatct 

gcatctggga 

gcattgactc 

tccttgtgac 

tcccatccta 

ctctgctgcg 

aagcgattaa 

catcactgcc 

agcattatgg 

agcagggggg 

ttttgatttg 

gattaaataa 

ttgttccatg 

aagagtagtg 



acactcatct 
tccctctata 
tctctctctc 
cagggtggtt 
cggggagatg 
ggcgttcgtc 
cggcggcggg 
ggccatcctc 
caccgcgctc 
caaccccagc 
ggctgccgtc 
tttgcgtgcc 
cagggaggca 
ccaggcagac 
agtagaggat 
tcttggagat 
caaagtacag 
aagaattgtc 
atttgccaat 
caccgaagtt 
tcactagctt 
tactccaaga 
gaactctaat 
tcggtcctta 
ctgtatgaac 
tttggtccaa 



catctcatct 
taagcgcgcg 
tcgaatcttg 
gttgttggtg 
ctgatagact 
aaggcgccag 
gccgcgttcg 
cgcgacaacg 
gccttcgtca 
gccgacatgc 
ttccattatg 
atggagattg 
ttgtggccct 
attgtcaagg 
gatgttgtca 
caaggatgca 
caagttgata 
caggatccat 
gcgtgcggag 
gaggtcttga 
cagcttccgc 
tgcctgcctt 
ttgaataagc 
attgtaatgc 
tcctttgagt 
aaaaaaaaaa 



caccctcgcc 
cctcgccacc 
atctctctct 
ggggtgcaat 
tcgtgccgac 
ggggggcgcc 
tcggcaagct 
gcgtcgacga 
ccctccgcgc 
tcctcaccca 
gatcaataag 
cgaaagaagc 
cccgtgagga 
tcagcgaggt 
tgaagctatg 
agtactatgc 
caacaggtgc 
catcgttgca 
caatcaccgc 
agttgatgga 
aaattgtatt 
tttgttgcca 
agagccgttc 
atcattcttt 
tccatttgta 
aaaaaaaaaa 



gcgcgccgag 
tcacccgaag 
ttcatcgcct 
ggcggggagg 
ggtggcgggg 
ggcgaacgtg 
gggggacgac 
cggcggggtc 
cgacggggag 
cgccgagctc 
cttgatagct 
tggtgcgctg 
ggctcgcacc 
cgagcttgag 
gcgccctacc 
cagggatttc 
aggtgatgcg 
agatcagaag 
cacaaagaaa 
gagtgcttag 
gtatgctgat 
acttcccttc 
aatgtcagtt 
tttttttttt 
tatggtgctc 
aaaaaaaaaa 



gaagacgcgc 
aaattcccca 
cttgtgttcg 
agcgagctgg 
gtgtcgctgg 
gccatcgcgg 
gagttcgggc 
gtgttcgacg 
cgcgagttca 
aacgtcgagc 
gagccctgcc 
ctatcttatg 
aagatcttga 
ttcttgaccg 
atgaagctcc 
cgcggagctg 
tttgttggtg 
aagcttgagg 
ggggcaatcc 
atcgatcagt 
ctggatcagg 
ctggcaggat 
tctactatat 
aactgaatcc 
ttgccattat 
aaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1553 



<210> 6 
<211> 368 
<212> PRT 

<213> Oryza sativa 
<400> 6 

Ala Arg Ala Ser Pro Pro His Pro Lys Lys Phe Pro Thr lie Pro Ser 
15 10 15 

Leu Ser Leu Ser Asn Leu Asp Leu Ser Leu Ser Ser Pro Leu Val Phe 
20 25 30 

Ala Arg Ala Ser Arg Val Val Val Val Gly Gly Gly Ala Met Ala Gly 
35 40 45 

Arg Ser Glu Leu Val Val Ser Phe Gly Glu Met Leu lie Asp Phe Val 
50 55 60 



Pro Thr Val Ala Gly Val Ser Leu Ala Glu Ala Pro Ala Phe Val Lys 
65 70 75 80 



Ala Pro Gly Gly Ala Pro Ala Asn Val Ala lie Ala Val Ala Arg Leu 
85 90 95 



-Mr 



Gly Gly Gly Ala Ala Phe Val Gly Lys Leu Gly Asp Asp Glu Phe Gly 
100 105 ' 110 

Arg Met Leu Ala Ala lie Leu Arg Asp Asn Gly Val Asp Asp Gly Gly 
115 120 125 

Val Val Phe Asp Ala Gly Ala Arg Thr Ala Leu Ala Phe Val Thr Leu 
130 135 140 

Arg Ala Asp Gly Glu Arg Glu Phe Met Phe Tyr Arg Asn Pro Ser Ala 
145 150 155 160 

Asp Met Leu Leu Thr His Ala Glu Leu Asn Val Glu Leu lie Lys Arg 
165 170 175 

Ala Ala Val Phe His Tyr Gly Ser He Ser Leu He Ala Glu Pro Cys 
180 185 190 

Arg Ser Ala His Leu Arg Ala Met Glu He Ala Lys Glu Ala Gly Ala 
195 200 205 

Leu Leu Ser Tyr Asp Pro Asn Leu Arg Glu Ala Leu Trp Pro Ser Arg 
210 215 220 

Glu Glu Ala Arg Thr Lys He Leu Ser He Trp Asp Gin Ala Asp He 

225 230 235 240 

Val Lys Val Ser Glu Val Glu Leu Glu Phe Leu Thr Gly He Asp Ser 
245 250 255 

Val Glu Asp Asp Val Val Met Lys Leu Trp Arg Pro Thr Met Lys Leu 
260 265 ~ 270 

Leu Leu Val Thr Leu Gly Asp Gin Gly Cys Lys Tyr Tyr Ala Arg Asp 
275 280 285 

Phe Arg Gly Ala Val Pro Ser Tyr Lys Val Gin Gin Val Asp Thr Thr 
290 295 300 

Gly Ala Gly Asp Ala Phe Val Gly Ala Leu Leu Arg Arg lie Val Gin 
305 310 315 ' 320 

Asp Pro Ser Ser Leu Gin Asp Gin Lys Lys Leu Glu Glu Ala He Lys 
325 330 335 

Phe Ala Asn Ala Cys Gly Ala He Thr Ala Thr Lys Lys Gly Ala He 
340 345 350 

Pro Ser Leu Pro Thr Glu Val Glu Val Leu Lys Leu Met Glu Ser Ala 
355 360 365 



<210> 7 

<211> 1310 

<212> DNA 

<213> Glycine max 



5 



<400> 7 

gcacgagaga 

ctctctcccc 

ctt cggtgag 

ccctggcttc 

cctcggcggc 

cgccggaatc 

acgcaccgcc 

cagaaacccc 

atctgcaaaa 

acacttgaag 

ccttcgtcta 

ggagaaggct 

caagattgat 

cactcttggg 

ttt ccatgtc 

ggccaagatt 

aaagtttgca 

tcccaaagag 

atgcaaaagt 

ttgcttgcta 

tttgccaaat 

ataagctcgg 



actagtctct 
atggcgttga 
atgctcatcg 
ctcaaggccc 
aaagccgcct 
ctcaaggaaa 
ctggccttcg 
agcgccgaca 
gttttccatt 
gcaatggaag 
cctttgtggc 
gatttgatca 
gatgaatctg 
gaacatggtt 
aatacagttg 
gtcgatgatc 
aatgcatgtg 
gaggctgcac 
gctagcatga 
taagtttagg 
aacgctttct 
cccatagttg 



cgtgccgctc 
acaatggcgt 
acttcgtccc 
ccggcggcgc 
tcgtcggcaa 
acggcgttcg 
tgaccctacg 
tgctcctcaa 
acggatcaat 
tagccaagga 
cttcggctga 
aggtcagtga 
ctttgtcatt 
ccagatacta 
atacaactgg 
agtccatact 
gagctattac 
tgaaactgat 
tttcgttttc 
agggaacttt 
ttcaaatttt 
caacttaaaa 



gaaaacagtg 
ccccgccacc 
caccgtctct 
ccccgctaac 
gctcggcgac 
cgccgacggc 
cgccgacggg 
gcccgaagaa 
cagtttgatc 
atctgggtgc 
ggaagctcgt 
tgcggagctt 
gtggcacccc 
caccaagagt 
tgccggtgat 
tgaagatgaa 
aactacccaa 
caaagggggg 
ttcccctaat 
tgttttttct 
gagattagcg 
aaaaaaaaaa 



ttccaaaatc 
ggcaccggcc 
ggcgtgtccc 
gtcgccatcg 
gacgagttcg 
atcaactttg 
gagcgtgagt 
ctcaatctcg 
gtggagccat 
ttgctctcct 
aagcaaatac 
gagttcctca 
aatttgaagt 
ttcaaaggat 
tcctttgttg 
ccaaggttaa 
aagggagcaa 
tcatagaatc 
gtttaaattt 
cctatgcact 
attgaatgaa 
aaaaaaaaaa 



caaacacact 
tcatcgtcag 
tggccgaggc 
ccgtgtcgcg 
gccacatgct 
accagggcgc 
tcatgttcta 
aactcatcag 
gcagatcagc 
atgaccccaa 
tgagcatttg 
caggaagtga 
tgctccttgt 
cggtagatgc 
gtgctttatt 
gagaagtact 
ttccggccct 
ttttggcaaa 
tccgttggat 
gttttcaggt 
aatttgaatc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1310 



<210> 8 

<211> 354 

<212> PRT 

<213> Glycine max 

<400> 8 

His Glu Arg Thr Ser Leu Ser Cys Arg Ser Lys Thr Val Phe Gin Asn 
15 10 15 

Pro Asn Thr Leu Ser Leu Pro Met Ala Leu Asn Asn Gly Val Pro Ala 
20 25 30 

Thr Gly Thr Gly Leu lie Val Ser Phe Gly Glu Met Leu lie Asp Phe 
35 40 45 

Val Pro Thr Val Ser Gly Val Ser Leu Ala Glu Ala Pro Gly Phe Leu 
50 55 60 

Lys Ala Pro Gly Gly Ala Pro Ala Asn Val Ala lie Ala Val Ser Arg 
65 70 75 80 

Leu Gly Gly Lys Ala Ala Phe Val Gly Lys Leu Gly Asp Asp Glu Phe 
85 90 95 

Gly His Met Leu Ala Gly lie Leu Lys Glu Asn Gly Val Arg Ala Asp 
100 105 110 

Gly lie Asn Phe Asp Gin Gly Ala Arg Thr Ala Leu Ala Phe Val Thr 
115 120 125 

Leu Arg Ala Asp Gly Glu Arg Glu Phe Met Phe Tyr Arg Asn Pro Ser 
130 135 140 



Ala Asp Met Leu Leu Lys Pro Glu Glu Leu Asn Leu Glu Leu lie Arg 
145 150 155 160 



Ser Ala Lys Val Phe His Tyr Gly Ser lie Ser Leu lie Val Glu Pro 
165 170 175 



Cys Arg Ser Ala His Leu Lys Ala Met Glu Val Ala Lys Glu Ser Gly 
180 185 190 

Cys Leu Leu Ser Tyr Asp Pro Asn Leu Arg Leu Pro Leu Trp Pro Ser 
195 200 205 

Ala Glu Glu Ala Arg Lys Gin lie Leu Ser lie Trp Glu Lys Ala Asp 
210 215 220 

Leu lie Lys Val Ser Asp Ala Glu Leu Glu Phe Leu Thr Gly Ser Asp 
225 230 235 240 

Lys lie Asp Asp Glu Ser Ala Leu Ser Leu Trp His Pro Asn Leu Lys 
245 250 255 

Leu Leu Leu Val Thr Leu Gly Glu His Gly Ser Arg Tyr Tyr Thr Lys 
260 265 " 270 

Ser Phe Lys Gly Ser Val Asp Ala Phe His Val Asn Thr Val Asp Thr 
275 280 285 

Thr Gly Ala Gly Asp Ser Phe Val Gly Ala Leu Leu Ala Lys He Val 
290 295 300 

Asp Asp Gin Ser He Leu Glu Asp Glu Pro Arg Leu Arg Glu Val Leu 
305 310 315 ' 320 

W Lys Phe Ala Asn Ala Cys Gly Ala He Thr Thr Thr Gin Lys Gly Ala 

U 325 330 335 

13 He Pro Ala Leu Pro Lys Glu Glu Ala Ala Leu Lys Leu He Lys Gly 

M= 340 345 350 

Gly Ser 
354 



Mi 



<210> 9 

<211> 1736 

<212> DNA 

<213> Glycine max 



<400> 9 

ggaaaaaaga 

caaagtattg 

tacatcatag 

cactagtgga 

tcttaactgc 

ttacaacctg 

caacctttcc 

cagtgaaaca 

ttcctgcaac 

cgtttggata 

ctttcacagt 

ggttgtgcca 

taaggattga 



tgcagagcac 
ttctagtata 
tactccaaaa 
tggcacggcc 
tttgtcaaaa 
aatgtacttt 
caaaggcacc 
caaagggcga 
aggacctgtt 
ggttgtgaat 
cagattcatc 
gacgttgtgt 
ctccatggga 



acatgaaata 
cgacacaaac 
actagaaatc 
actcctggcg 
ttaacaaaac 
tctgatgggt 
attaccttgt 
tcgctgcaaa 
gatgttgaaa 
gtttgcttgt 
ttccccagtg 
gcggtggctt 
ctgttgcttg 



tatagcatac 
cgcaaagtca 
actgaaagtt 
ctacaaaatg 
ccatgaacca 
tttccctcat 
agtatgtcca 
acgctacatg 
ggtaacaagc 
aaagggactc 
cagctgaaga 
cagctttttt 
gtttgtcaac 



actcctaagt 
aattctaaac 
ctttcgatta 
tgagatacct 
aaaatcatgc 
ggtcactggg 
agtttcttgg 
aatattggac 
aaagctcttc 
aaatccaccc 
cactgatgga 
gctccatgaa 
tgggctatgt 



ttttttacaa 
aaaattagta 
gcttccgaac 
tctgagatgt 
ccttccaccg 
ttgaccactc 
ccagagggtg 
aggtaaaggg 
ttgagcttct 
tctgatattg 
ccagttttaa 
tcgaacatgt 
tgcacgtagg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 



7 



gatgttgatg 
cttttttgtt 
aattctcagt 
gaaatgattg 
gaaaagaggt 
ttcctccacc 
gctcatcgat 
caaggccccc 
ggcggcgttc 
gaaggagaac 
ggcgttcgtg 
cgccgacatg 
attccattat 
aatggaagtt 
cttgtggccc 
tgtaatcaag 



ttggtcatgg 
atctgggtgg 
cccaacattg 
gtttttttcg 
agaattagaa 
aacgctcttc 
ttcgtcccca 
ggcggcgccc 
gtcggaaagc 
gacgtgcgat 
accctacgcg 
ctcctcacgc 
ggatcgataa 
gccagggaag 
tccgccgagg 
gtcagtgatg 



tagtattgaa 
ctgcttggaa 
ggtggagaag 
gtgtcgttgt 
gcattcttct 
ctcccaccgg 
ccgtctccgg 
ccgccaacgt 
tcggcgacga 
ccgacgggat 
ccgacggaga 
ccgaagatct 
gcttgatcgt 
caggatgctt 
aagcacgtca 
tggaactgga 



ctggttgagg 
cagcaggggt 
atgatgatga 
tggtattcat 
gcaattcaaa 
caacggcctc 
cgtgtccctt 
cgccatcgcc 
cgagttcggg 
caacttcgac 
gcgtgagttc 
caatctcgaa 
ggagccatgc 
gctctcttat 
gcaaatactc 
attcctaacc 



ttgtccactt 
gcccattatg 
tgatgctcct 
cttggattgt 
tcaaattttc 
atcgtgagct 
gcggaggctc 
gtcgcgaggc 
cacatgctgg 
cagggcgcgc 
atgttctaca 
ctcatcagat 
agatcagcac 
gacccaaacc 
agcatatggg 
ggaagtgacc 



tgtaaagctg 
tgagttcccc 
tgtgcttctg 
tagtgcaaga 
aaaccatggc 
tcggcgagat 
cgggcttcct 
tcggcggaaa 
ctggaatcct 
gcaccgcgct 
gaaaccccag 
ctgcaaaagt 
acctgaaggc 
tgcggctacc 
acaaggctga 
tcgtgc 



840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1736 



<210> 10 

<211> 256 

<212> PRT 

<213> Glycine max 

<400> 10 

Leu Val Phe Phe Gly Val Val Val Gly lie His Leu Gly Leu Leu Val 
1 5 10 15 

Gin Glu Lys Arg Gly Arg lie Arg Ser lie Leu Leu Gin Phe Lys Ser 
20 25 30 

Asn Phe Gin Thr Met Ala Ser Ser Thr Asn Ala Leu Pro Pro Thr Gly 
35 40 45 

Asn Gly Leu lie Val Ser Phe Gly Glu Met Leu lie Asp Phe Val Pro 
50 55 60 

Thr Val Ser Gly Val Ser Leu Ala Glu Ala Pro Gly Phe Leu Lys Ala 
65 7 0 7 5 80 

Pro Gly Gly Ala Pro Ala Asn Val Ala lie Ala Val Ala Arg Leu Gly 
85 90 95 

Gly Lys Ala Ala Phe Val Gly Lys Leu Gly Asp Asp Glu Phe Gly His 
100 105 110 

Met Leu Ala Gly lie Leu Lys Glu Asn Asp Val Arg Ser Asp Gly lie 
115 120 125 

Asn Phe Asp Gin Gly Ala Arg Thr Ala Leu Ala Phe Val Thr Leu Arg 
130 135 140 

Ala Asp Gly Glu Arg Glu Phe Met Phe Tyr Arg Asn Pro Ser Ala Asp 
145 150 155 160 

Met Leu Leu Thr Pro Glu Asp Leu Asn Leu Glu Leu lie Arg Ser Ala 
165 170 175 

Lys Val Phe His Tyr Gly Ser lie Ser Leu lie Val Glu Pro Cys Arg 
180 185 190 



8 



Ser Ala His Leu Lys 
195 

Leu Ser Tyr Asp Pro 
210 

Glu Ala Arg Gin Gin 
225 

Lys Val Ser Asp Val 
245 



Ala Met Glu Val Ala 
200 

Asn Leu Arg Leu Pro 
215 

lie Leu Ser lie Trp 
230 

Glu Leu Glu Phe Leu 
250 



Arg Glu Ala Gly Cys Leu 
205 

Leu Trp Pro Ser Ala Glu 

220 

Asp Lys Ala Asp Val lie 
235 240 

Thr Gly Ser Asp Leu Val 
255 



<210> 11 
<211> 1348 
<212> DNA 

<213> Triticum aestivum 



<400> 11 

gcacgaggcc 

ttagaccaag 

cgcccctggc 

cggcgtttcc 

cgtcgcctgc 

cgacgagttc 

ctgcctgttc 

cgagcgcgag 

gctcaacctg 

caccgagccc 

cctttgttcg 

cgacggcatc 

agccttcctc 

gggcctcaag 

cttcaagggc 

cgccttcgtc 

ggccaagctg 

gaagggagcc 

cagtaactag 

acttttatta 

ctcgtgggcg 

aggaggctac 

caagttcatc 



tcgtgccgaa 
cttccaatgg 
ctcgtcgtct 
ctcgccgagt 
gccatctcca 
ggccacatgc 
gaccagcacg 
ttcatgttct 
gacctgatcc 
tgccgctcgg 
tacgacccca 
atgagcatct 
acccagggcg 
ctgctcatcg 
tcggtgcccg 
ggctccctcc 
agggaggtgc 
atcccggcgc 
agactcattg 
ttattattag 
cttaataaaa 
tgattgttgt 
aaaaaaaaaa 



tcgcacgagg 
ctcctctcgg 
ctttcggcga 
ccggcggttt 
agctcggcgg 
tggtggagat 
cgcgcaccgc 
accgcaaccc 
gccgcgcccg 
cccacgtcgc 
acgtgcgcct 
ggaaggaggc 
acgccactga 
tcaccgatgg 
gctactctgt 
tcgtcagcgt 
tgcagttctc 
tgcccaccac 
tgtcgcgcca 
ggatgaattg 
agcaagcatg 
agccttcacc 
aaaaaaaa 



ccgtcgcgtt 
tgacgctgtt 
gatgctgatc 
cgtcaaggcc 
ctcctccgcc 
cctgaagcag 
gctggccttc 
gtcggccgac 
catcttccac 
cgccacgcgt 
gccgctctgg 
tgacttcatc 
cgagaagaac 
tgagaagggg 
caacaccgtg 
ctccaaggac 
gaacgcttgc 
cgccaccgcc 
tcggggttga 
agtttagttc 
tgtggtgatt 
caaactttat 



cgcgtttccg 
gcccccgcgg 
gacttcgtgc 
cccggcggcg 
ttcatcggaa 
aacggcgtaa 
gtcacgctca 
atgttgctca 
tacggctcca 
gccgccaagt 
ccctctgcgc 
aaggtgagcg 
gtgctctccc 
tgcaggtact 
gacaccaccg 
gactccatct 
ggcgccatct 
ctggagctca 
atcttaggag 
gtgagtcaag 
ttggttgcgg 
cagagtcttt 



tttcgtgcgt 
cggccgccgc 
ctgacgttgc 
cccccgccaa 
agtttggcga 
acgccgaggg 
agtccaacgg 
ccgaggccga 
tctcgctcat 
cggccggcat 
aggccgcccg 
acgaggaggt 
tctggttcga 
tcaccaagga 
gcgccggcga 
tctacaatga 
gcaccaccaa 
tcagcaaggg 
ttttagctgc 
tgtgtgtgac 
tctttgtgta 
aatgaatgga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1348 



<210> 12 
<211> 337 
<212> PRT 

<213> Triticum aestivum 
<400> 12 

Met Ala Pro Leu Gly Asp Ala Val Ala Pro Ala Ala Ala Ala Ala Ala 
15 10 15 

Pro Gly Leu Val Val Ser Phe Gly Glu Met Leu lie Asp Phe Val Pro 
20 25 30 

Asp Val Ala Gly Val Ser Leu Ala Glu Ser Gly Gly Phe Val Lys Ala 
35 40 45 



9 



Pro Gly Gly Ala Pro Ala Asn Val 
50 55 

Gly Ser Ser Ala Phe lie Gly Lys 
65 70 

Met Leu Val Glu lie Leu Lys Gin 
85 

Leu Phe Asp Gin 
100 

Ser Asn Gly Glu Arg Glu Phe Met 
115 120 

Met Leu Leu Thr Glu Ala Glu Leu 
130 135 



Ala Cys Ala lie Ser Lys Leu Gly 
60 

Phe Gly Asp Asp Glu Phe Gly His 

75 80 

Asn Gly Val Asn Ala Glu Gly Cys 
90 95 



Phe Tyr Arg Asn Pro Ser Ala Asp 
125 

Asn Leu Asp Leu lie Arg Arg Ala 
140 



His Ala Arg Thr Ala Leu Ala Phe Val Thr Leu Lys 
105 110 



Arg lie Phe His Tyr Gly Ser lie Ser Leu lie Thr Glu Pro Cys Arg 
145 150 155 160 

Ser Ala His Val Ala Ala Thr Arg Ala Ala Lys Ser Ala Gly lie Leu 
165 170 * 175 

Cys Ser Tyr Asp Pro Asn Val Arg Leu Pro Leu Trp Pro Ser Ala Gin 
180 185 190 

Ala Ala Arg Asp Gly lie Met Ser lie Trp Lys Glu Ala Asp Phe lie 
195 200 205 

Lys Val Ser Asp Glu Glu Val Ala Phe Leu Thr Gin Gly Asp Ala Thr 
210 215 220 

Asp Glu Lys Asn Val Leu Ser Leu Trp Phe Glu Gly Leu Lys Leu Leu 
225 230 235 ' 240 

lie Val Thr Asp Gly Glu Lys Gly Cys Arg Tyr Phe Thr Lys Asp Phe 
245 250 " 255 

Lys Gly Ser Val Pro Gly Tyr Ser Val Asn Thr Val Asp Thr Thr Gly 
260 265 270 

Ala Gly Asp Ala Phe Val Gly Ser Leu Leu Val Ser Val Ser Lys Asp 
275 280 285 

Asp Ser lie Phe Tyr Asn Glu Ala Lys Leu Arg Glu Val Leu Gin Phe 
290 295 300 

Ser Asn Ala Cys Gly Ala lie Cys Thr Thr Lys Lys Gly Ala lie Pro 
305 310 315 320 

Ala Leu Pro Thr Thr Ala Thr Ala Leu Glu Leu lie Ser Lys Gly Ser 

325 330 ' 335 

Asn 
337 



<210> 13 
<211> 328 



10 



<212> PRT 

<213> Lycopersicon esculentum 



<400> 13 

Met Ala Val Asn Gly 
1 5 

Glu Met Leu lie Asp 
20 

Glu Ala Pro Gly Phe 
35 

Ala He Ala Val Thr 
50 

Leu Gly Asp Asp Glu 
65 

Asn Gly Val Gin Ala 
85 

Ala Leu Ala Phe Val 
100 

Phe Tyr Arg Asn Pro 
115 

Asn Leu Asp Leu He 
130 

Ser Leu He Val Glu 
145 

Val Ala Lys Glu Ala 
165 

Leu Pro Leu Trp Pro 
180 

lie Trp Asp Ser Ala 
195 

Phe Leu Thr Gly Ser 
210 

Trp His Pro Asn Leu 

225 

Cys Asn Tyr Tyr Thr 
245 

Val Lys Thr Val Asp 
260 

Leu Leu Thr Lys He 
275 

Arg Leu Lys Glu Val 

290 



Ala Ser Ser Ser Gly Leu 
10 

Phe Val Pro Thr Val Ser 
25 

Leu Lys Ala Pro Gly Gly 

4 0 

Arg Leu Gly Gly Lys Ser 
55 

Phe Gly His Met Leu Ala 
70 75 

Glu Gly He Asn Phe Asp 
90 

Thr Leu Arg Ala Asp Gly 
105 

Ser Ala Asp Met Leu Leu 

120 

Arg Ser Ala Lys Val Phe 
135 

Pro Cys Arg Ala Ala His 
150 155 

Gly Ala Leu Leu Ser Tyr 
170 

Ser Ala Glu Glu Ala Lys 
185 

Asp Val He Lys Val Ser 
200 

Asn Lys He Asp Asp Glu 
215 

Lys Leu Leu Leu Val Thr 

230 235 

Lys Lys Phe His Gly Thr 
250 

Thr Thr Gly Ala Gly Asp 
265 

Val Asp Asp Gin Thr He 
280 

Leu Arg Phe Ser Cys Ala 
295 



He Val Ser Phe Gly 
15 

Gly Val Ser Leu Ala 
30 

Ala Pro Ala Asn Val 

45 

Ala Phe Val Gly Lys 
60 

Gly He Leu Lys Thr 
80 

Lys Gly Ala Arg Thr 
95 

Glu Arg Glu Phe Met 
110 

Thr Pro Ala Glu Leu 

125 

His Tyr Gly Ser He 
140 

Met Lys Ala Met Glu 
160 

Asp Pro Asn Leu Arg 
175 

Lys Gin He Lys Ser 
190 

Asp Val Glu Leu Glu 
205 

Ser Ala Met Ser Leu 

220 

Leu Gly Glu Lys Gly 
240 

Val Gly Gly Phe His 
255 

Ser Phe Val Gly Ala 
270 

Leu Glu Asp Glu Ala 
285 

Cys Gly Ala He Thr 
300 
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Thr Thr Lys Lys Gly Ala lie Pro Ala Leu Pro Thr Ala Ser Glu Ala 

305 310 315 320 



Leu Thr Leu Leu Lys Gly Gly Ala 
325 



g 
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